Table D. *H NMR chemical shifts of the free 2P-hNrf2 peptide in ppm from TSP-d4. Spectra were
recorded at 280 K, pH = 7.2, and 20 mM sodium phosphate buffer; H,0:2H,0, 9:1 (V/v).

Residue Peptide NH aH bH Others
CHsCO - i i CHs 2.14
P333  P1 i 4.42 231 cCHj 2.02; dCH, 3.67
E334  E2 877 432 197,210 ¢CH,2.32
3B 3 848 455 3901
T336 T4 837 439 4.30 cCH31.24
A337 A5 841 431 137
E338  E6 846  4.20 1.88,2.09 (CH, 2.20
F339  F7 838 465 3.04;313 dH 7,26; eH 7.36; zH 7.31
N340 N8 850 474 270;2.81 ¢NH,7.05; 7.72
D341 D9 843 460 2,68
S342  S10 833 450 3.85; 3.95
D343 DIl 855 473 271
pS344  pSl2 898 447 4.08
G345 GI13 869 392405 -
1346 114 790 427 1.9 8(:8';2 1.20; 1.46; gCHs 0.95; 7dCHS,
pS347  pSl5 891 452 4.04
1348 L16 872 433 167 cH 1.60; dCH 0.93
N349  N17 852 477 287 cNH, 7.03; 8.05
T350 T8 826 434 4.27 CCHs1.22
s3B1 S19 852 477 3,87
P32 P20 - 4.49 233 cCHj 2.04; dCH, 3.74
353 21 858 446 3.87
V354 V22 829 416 2.10 cCH30.95
A355 A23 851 434 1.38
S3/6 24 854 478 3,87
P357 P25 - 4.44 231 cCH, 2.02; dCH, 3.76; 3.85
E358  E26 867 418 1.93 oCHs 2.14: 2.23
H359  H27 836 464 312,322 d2H 7.12; e1H 8.07

CONH, - - - 7.27,7.64




